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2003  MS in Particle and Nuclear Physics, Peking University, P. R. China 

2000  BS in Nuclear Physics and Nuclear Technology, Peking University, P. R. China 

 

Experience: 

10/2017 – present Research Scientist, University of Kansas, Dept of EECS 

05/2017 – 09/2021 Chief Scientist, Tianjia Genomes Tech Co., Ltd., Hefei, Anhui, China 

04/2016 – 04/2017 Chief Technology Officer, Cipher Gene LLC, Beijing, China 

06/2014 – 04/2016 Associate Research Scientist, University of Iowa, Dept. of Psychiatry. PIs: 

Shizhong Han, Samuel Kuperman 

09/2012 – 05/2014 Postdoctoral Researcher, The Ohio State University, Comprehensive 

Cancer Center & Dept. of Statistics. PIs: Qianben Wang, Shili Lin 

06/2011 – 09/2012 Postdoctoral Associate, Yale School of Medicine, Dept. of Psychiatry, 

Human Genetics Division. PI: Joel Gelernter 

04/2011 – 05/2011 Research Associate, Yale School of Public Health, Emerging Infections 

Program 

08/2006 – 12/2010 Research Assistant, Yale School of Public Health. PI: Josephine Hoh 

07/2007 – 09/2007 Statistics Intern, Purdue Pharma L. P., Stamford, CT, USA. Supervisor: 

Stephen Harris 

06/2006 – 08/2006 Rotation student, Yale Dept. of Molecular Biophysics and Biochemistry & 
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09/2004 – 05/2006 Research Assistant, Yale Dept. of Mathematics. Supervisor: Vladimir 

Rokhlin 

07/2003 – 08/2004 Research Assistant, Chinese Academy of Science, Institute of 

Computational Mathematics & Scientific/Engineering Computing. 

Supervisor: Yifa Tang 

09/2001 – 06/2003 Research Assistant, Peking University, School of Physics, Dept. of 

Technical Physics. Supervisor: Qiren Zhang 

 

Honors and affiliations: 

12/2020 –  Senior title of Researcher (full professor) in Bioinformatics, Tianjia Genomes 

Tech Co., Ltd. 

12/2018 – Off-Campus Practice Mentor for master students in College of Pharmacy, Anhui 

Medical University 

2019 –  Mentor for master students major in Biology & Medicine, College of Life 

Sciences, Anhui Normal University  

2018 – 2020 External expert of Anhui High-tech Industry Investment Co., Ltd. 

2018 – Distinguished Expert, Anhui Province 
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2020 – 2021 Hefei municipal team in science and technology, “Study on precision medicine of 

lung cancer radiotherapy based on big genomic data”, Lead Investigator 

2019 – 2021 Guangzhou municipal Red Cotton Plan, “The R&D and industrialization of 

precision radiotherapy based on genetic testing”, PI 

2019 – 2021 Public bidding project, “Study on the genetic map of ischemic cerebrovascular 

diseases in China, Bioinformatics Analysis Service Package”, by Capital Medical 

University Advanced Innovation Center for Human Brain Protection, contract PI 

2014 – 2019 U10- AA008401, “The Collaborative Study on the Genetics of Alcoholism”, 

Statistician 

2014 – 2016 R01-AA022994, “Fine mapping a gene subnetwork underlying alcohol 

dependence”, Associate Research Scientist 

2011 – 2012 R01-DA030976, “Deep sequencing studies for cannabis and stimulant 

dependence”, Postdoctoral Associate 



2011 – 2012 RC2-DA028909, “Genomewide association study of cocaine dependence in two 

populations”, Postdoctoral Associate 

2006 – 2010 Non-Federal Fund, “Genome-wide linkage disequilibrium mapping for carcinoid 

susceptibility genes”, Doctoral Student 

2006 – 2010 R21-DA028909, “CFH-independent risk factors in age-related macular 

degeneration”, Doctoral Student 

 

Mentoring and teaching: 

05/2021  Corporate Mentor, University of Science and Technology of China, Department 

of Precision Machinery and Precision Instruments, reviewer of master's thesis by 

Peng Dou 

06/2017  Corporate Mentor, University of Science and Technology of China, Department 

of Precision Machinery and Precision Instruments, for master's thesis defenses by 

Zuhua Zhao, Dengling Xie, Zeshu Zhang 

12/2016  Corporate Mentor, Tianjin University, School of Computer Science and 

Technology, for master's thesis by Zhao Li 

2007 – 2010 Teaching Assistant, Yale University, for Introduction to Quantitative Thinking, 

Introductory Statistics, Probability & Statistics, Probability Theory, Stochastic 

Processes 

2002  Teaching Assistant, Peking University, for College Physics II, Nuclear Physics 
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2014 – 2019 The American Society of Human Genetics 
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2008 – 2017 American Statistical Association 

2009 –2011 Institute of Mathematical Statistics 

  International Biometrics Society, ENAR 
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Invited Expert for evaluation of “Provincial High-Level Talent Team in Science 

and Technology” in Anhui,  “Luzhou Industrial Innovation Team” in Hefei, 

Jingde Health Industry Fund Management Team by Anhui High-tech Industry 



Investment Co., Ltd. 

Invited Reviewer for AMIA 2019, 2018,2017 Annual Symposium, Wellcome Open 

Research, PSB 2016, ICIBM 2015 conferences, Nucleic Acids Research, Scientific 

Reports, BMC Medical Genomics, Crop Science, IEEE ACM Transanctions on 

Computational Biology and Bioinformatics, PeerJ, Journal of Applied 

Mathematics and Physics, Open Journal of Genetics, Open Journal of Statistics, 

PLoS One, Int. J. Model. Simul. Sci. Comput. 
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