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Ben Liu

Predict reads by searching path against RNA CM model.

Predict Car type via VIN
Predict Car type in an inconsistent dataset using Decision Tree.

Graduate Engineering Association (GEA) Ambassador Fellowship
KU International Student Tuition Grant

Predict Long-term response to immunotherapy in lung caner patients
Profile human gut microbiome in taxonomic and functional level.
Predict long-term response to immunotherapy using the taxonimic and fucntional 
profile.

Awards and honors

Vice president, Student Society of Science and Technology, BJTU
Managed 2 departments, one to showcase researches and the other 
one to organize research workshops.

2011 - 2012

KU McNown Fellowship

ben_0522@ku.edu

Education
University of Kansas, PhD in Computer Science

204 Eisenhower Drive, D8
Lawrence, KS, 66049

Extracurricular Activities and Volunteer Work
Ambassador of Research & Outreach Committee, GEA, KU
Planned and promoted 2018 Engineering Research Showcase.

2018 - 2020

Bioinformatics and computational biology: Algorithms and data structure, machine 
learning, and data mining
Non-coding RNA: Structural biology and functional genomics

First Class of Beijing Jiaotong University Graduate Scholarship

Voting to resolve confliction in training data.

Research Experience
Searching Non-coding RNA against metagenomic data
Extend sequence length by overlapping short metagenomic reads.

Beijing Jiaotong University, M.E. in Mechatronics
Beijing Jiaotong University, 

2009 - 2013 B.S. in Measuring and Controlling technology and instrument

Research Area

Teaching
EECS 560 Data Structure 
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